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Dusti Gallagher
USCCN

Dusti Gallagher is a leader in agricultural innovation and collaboration, with more than 27 years of 
experience advancing partnerships among researchers, industry, and agricultural stakeholders. She serves 
as Executive Director of the Phytobiomes Alliance and manages the Specialty Crop Regulatory Assistance 
Program and the U.S. Culture Collection Network through Eversole Associates. Gallagher is also President 
and CEO of Heartland Plant Innovations and Fritz Consulting, where she leads initiatives in plant breeding, 
agricultural research, and strategic project development. She holds bachelor’s and master’s degrees 
in Agricultural Economics from Oklahoma State University and is recognized for her ability to connect 
science, policy, and industry to accelerate agricultural innovation.

Session 1: Challenges & Opportunities with Microbial Collections

Jonathan Jacobs
ATCC

Jonathan Jacobs is Senior Director at ATCC where he leads the organization’s digital biology strategy, 
oversees ATCC’s Sequencing & Bioinformatics Center, and directs the development the ATCC Genome 
Portal. Dr. Jacobs has over 30 publications and more than two decades of experience spanning molecular 
genetics, bioinformatics, pathogen genomics, biosurveillance, and forensics. He previously led commercial 
software portfolios at QIAGEN Digital Insights and led multiple biodefense related genomics programs 
at MRIGlobal, including the first deployment of a validated field-based metagenomics platform for 
biosurveillance.

Ryan McCann
Ginkgo Bioworks

Ryan McCann leads an interdisciplinary team of microbiologists, molecular biologists, bioinformaticians, 
and data scientists developing next-generation microbial solutions. He was first introduced to agriculture 
and plant-microbe interactions at Agradis, Inc., an early-stage startup, where he helped build a novel 
culture collection that Monsanto acquired in 2013. At Monsanto, he went on to lead the Nominations and 
Enabling Technologies team, where he established a discovery and testing pipeline that enabled large-
scale, broad-acre microbial field trials for the BioAg Alliance. Following Bayer’s acquisition of Monsanto 
in 2018, his role expanded to overseeing strain improvement and technology development programs for 
the Biologics division. Since joining Ginkgo in 2022, he has partnered with customers across a range of 
industries and continues to explore new ways to develop leads and bring the company’s unique collection 
of 200,000 sequenced environmental isolates to labs and fields around the world. Before moving into 
agriculture, Ryan led enzyme discovery, assay development, and directed evolution projects at Diversa 
Corporation and Synthetic Genomics. Throughout his career, he has been drawn to finding novel ways to 
harness the power of nature for the greater good.

Thomas Roder
Abrinca Genomics
Thomas Roder is a bioinformatician and the co-founder of Abrinca, a Swiss bioinformatics startup dedicated to 
modernizing microbial genomics. With a background in biochemistry and a PhD in Computational Biology from 
the University of Bern, Thomas experienced firsthand the bottlenecks of managing large-scale genomic data. 
While working to analyze a 100-year-old, 10,000-strain national culture collection at Agroscope, he developed 
Arx to bridge the gap between complex bioinformatics and accessible data exploration. Today, Abrinca’s 
state-of-the-art assembly pipelines and digital strain collection platforms empower institutions from academic 
research groups to industry leaders like Nestlé to securely manage and analyze their microbial assets. 
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Maciej Wiatrak
University of Cambridge

Maciej Wiatrak is a PhD researcher at the University of Cambridge working at the intersection of machine 
learning, genomics and drug discovery. His research focuses on developing foundation models and 
representation learning methods to understand bacterial genomes and predict phenotypes from sequence. 
He has worked as a machine learning researcher and engineer in drug discovery, including at Genentech 
and BenevolentAI, and has published in venues including Nature Biotechnology and ICML.

Session 2: Collection Success Stories

Ruth Cheng
ATCC

Ruth Cheng is a visionary leader and experienced global executive leader with decades of experience in 
life sciences innovation and business strategy, with a strong scientific foundation in biology and biomedical 
engineering.

Cheng’s leadership at ATCC is driven by her commitment to enabling scientific discovery at a rapid pace 
through the application of digital and physical biological content. Prior to her appointment as CEO, 
Ruth was senior vice president and general manager, Research & Industrial Solutions, leading strategic 
partnerships, product development, sales and marketing, and external innovation efforts. She also led 
ATCC’s R&D and BioNexus scientific teams. Her leadership positioned the company into areas important 
to ATCC’s future including bioinformatics and biological reference data. Additionally, Ruth expanded 
the number and diversity of its scientific strategic partnerships and has contributed to the continuous 
transformation of our culture and strategy.

Colin Maxwell
Ruby Bio

Colin Maxwell is a Senior Scientist at Ruby Bio, where he leads strain engineering. Colin has a background 
in synthetic biology and yeast genetics from Duke University and has worked in industrial microbiology for 
seven years.

George diCenzo 
Queen’s University
George diCenzo is an Associate Professor in the Department of Biology at Queen’s University. He leads 
two multi-institutional, transdisciplinary research projects: Open Plastic, which is focussed on developing 
novel biotechnologies to recycle plastics, and BENEFIT, which aims to develop novel microbial inoculants 
to support sustainable increases in the yields of key Canadian crops. As part of BENEFIT, diCenzo helped 
establish the Canadian Collection of Agricultural Soil Microbes, a collection of thousands of genome-
sequenced bacterial isolates from Canadian soils. 

Outside of these projects, diCenzo is highly involved in studying the taxonomy of rhizobia, a polyphyletic 
group of nitrogen-fixing bacterial symbionts of legumes. diCenzo’s research program has been recognized 
through several recent accolades, including a 2025 Ontario Early Research Award, a 2025 Prize for 
Excellence in Research for Outstanding Emerging Researchers at Queen’s University, and the 2025 J. 
Roger Porter award for microbial stewardship from the United States Culture Collection Network.
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Session 3: Mobilizing Collaborations Across Collections

Kirk Broders 
USDA-ARS
Kirk Broders joined the United States Department of Agriculture – Agricultural Research Service Culture 
Collection in Peoria, Illinois, as the director and curator in August 2020. Since joining the ARS Culture 
Collection, much of his focus has been on molecular characterization of strains in the collection and 
ensuring these data and strains is publicly available. Prior to joining the ARS Culture Collection Broders 
led fungal ecology and evolution research groups at the Smithsonian Tropical Research Institute, Colorado 
State University and the University of New Hampshire.  

Matthew Ryan
CAB International

Matthew Ryan is currently Global Lead for Microbiology at CABI, a UN treaty level organization, 
responsible for the delivery of microbiology across CABI’s global remit. Ryan’s research interests include 
biobanking and the application of cryopreservation for the conservation of microbial communities through 
to the soil/crop microbiome and navigating the regulatory environment. 

He leads the UK BBSRC funded UK crop microbiome cryobank and coordinates work-packages in two 
significant EU funded projects – Microbes4Climate and the Microbiome Biobanking (RI) Enabler. He 
is a partner on the Imperial led Leverhulme Research Centre for the Holobiont and work closely with 
collaborators in South Korea establishing a green microbiome biobank. He also has several national and 
international roles including as a board member of the International Alliance for Phytobiomes Research 
and as a steering committee member for the U.S. Culture Collection Network (USCCN).

Session 4: Paving the Way for the Future

Neha Potnis
Auburn University

Neha Potnis is an Endowed Associate Professor in the Department of Entomology and Plant Pathology 
at Auburn University. She has been working on bacterial plant pathogens, especially Xanthomonas, 
Pseudomonas, and Xylella fastidiosa for the past 17 years. Her program integrates omics approaches 
with molecular genetics to uncover the mechanisms underlying host adaptation and specificity in plant 
pathogenic bacteria. Her program has also optimized strain-resolved metagenomics to track pathogen 
population dynamics in the fields. To support outbreak investigations, her group has built a culture 
collection of microbial isolates from the field samples and is systematically characterizing interactions 
of resident microbial community members with the pathogen.  Together, this work provides key insights 
into how pathogens overcome microbial competition and has strong potential to inform practical disease 
management strategies.

Kyria Boundy-Mills
University of California, Davis

Kyria Boundy-Mills earned her PhD in Biochemistry at the University of Minnesota. She has been the 
curator of the Phaff Yeast Culture Collection at the University of California since 2001. In addition to 
preserving this historic collection, she has added to the collection through her own research projects, and 
rescued three other academic yeast culture collections. She distributes yeasts to researchers around the 
world, and uses the collection for highly collaborative basic and applied research ranging from new species 
to new food ingredients. She has been in the Steering Committee of USCCN since 2012.
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